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	CREATORS: SKUJINA, I., WINTON, C.L., HEGARTY, M.J., MCMAHON, R., NASH, D.M., DAVIES-MOREL, M.C.G. and MCEWAN, N.R.
	TITLE: Detecting genetic regions associated with height in the native ponies of the British Isles by using high density SNP genotyping. [Dataset]
	Description: This dataset is supplementary files to a journal article, which is available on openAIR: http://hdl.handle.net/10059/3071.  

The aim of the research was to map quantitative trait loci data with the withers height in 4 pony breeds native to the British Isles. Genome-wide analysis approach using the Illumina EquineSNP50 Infinium BeadChip, DNA samples from either hair root or cheek swab samples were taken from 120 adult (4+ years 
old) ponies of 4 different breeds native to the British Isles. 

The dataset is compiled of one Zip file containing one supplementary figure and 4 spreadsheets. The files are in .docx and .xlsx formats and were edited using Microsoft Word and Excel.
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